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Automated Titer Determination

Concentration determination an essential step in understanding the production of a
biotherapeutic. With protein concentration, scientists can begin to gain knowledge on
optimizing the production process. The target protein concentration can be correlated to
adjust parameters of particular methods to unveil CQA’s.
FIAlab’s sampling and pretreatment solution automates bioreactor peptide or glycan
monitoring in the biopharmaceutical community to reduce overhead and save time.









Advantages of a FIAlab Titer System:
Automate the most complex pre-treatment procedures.
Compatible with fed-batch or tangential flow filtration systems.
Able to work with any type of filtration probe or dip tube.
Methods completely adjustable to customer preferences.
OPC capabilities along with any other communication protocol that may be required for
PAT data transfer and processing.
Extreme precision (under 1% RSD) for triplicate series.
Calibration from a single standard with R2 = 0.999X completed in under 25 minutes.
Dynamic method control with live titer feedback commands to adjust trypsin or
PNGase F for peptide maps or glycan profiles, respectively.

Data Analysis

Data Analysis
Seamless and Intuitive Calibrations

Fluidics Intelligently Automated

Figure 1 – Calibration data of bovine IgG (SigmaAldrich PN I9640) measured off a ProA column at 280 nm using the ThermoFisher POROS™ resin.

Figure 2 & 3 - Example plots of bovine IgG (SigmaAldrich PN I9640) calibration and triplicate injections using the ThermoFisher POROS™ resin.

Resin
Replicate 1
Replicate 2
Replicate 3
Average
Standard dev.
RSD

KanCap™
3.24
3.23
3.26
3.25
0.012
0.38%

POROS™
3.81
3.82
3.81
3.82
0.007
0.17%

MabSelect™ SuRe™
1.71
1.73
1.69
1.71
0.015
0.88%

Figure 4 - Integrated response of 500µg bovine IgG (n = 3) measured off a ProA column at 280 nm using three different resins. The Kaneka KanCap™ from
Kaneka Corporation, the ThermoFisher POROS™ and the Cytiva MabSelect™ SuRe™ resins were all tested for relative binding efficacy and precision.

